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Most mutations are harmless to the host, but they will eventually improve the odds of the virus more 
efficiently replicating in the next host. Almodóvar said it’s critical to track virus mutations because that's 
precisely how new variants are identified. 
 
“This is how we know the enemy that we're fighting,” Almodóvar added. “Coronaviruses have been around 
for a long time, but this pandemic has been different in many ways.” 
 
TTUHSC School of Medicine Dean Steven L. Berk, M.D., agreed and said the Texas Tech Institute for 
Environmental and Human Health (TIEHH), established in 1999 as a bioterrorism response laboratory, 
initiated a genomic sequencing program for classifying variants of the SARS-COV-2 virus. The program helps 
public health officials t


